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The National Center for Biomedical Computing entitled 
Informatics for Integrating Biology and the Bedside (i2b2) 
Clinical Research Chart, what is it?

Explicitly organized and transformed person-oriented clinical 
data optimized for clinical genomics research
Formed as a collection of loosely coupled interoperable web 
services provided by i2b2 Cells
An architecture that allows different studies to come together 
seamlessly
An integration of clinical data, trials data, genotypic data, and 
knowledge annotation



Enterprise-wide repurposing and distribution
of medical record data for research
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Enable high performance collection of medical record data for querying and distribution
Enterprise web client
Create patient cohorts for further investigation

Enable discovery within data on enterprise wide scale
Relevance networks



Enterprise web client







Relevance Networks – unsupervised learning techniques

Associates phenotypes and genotypes to generate 
novel hypothesis.
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Use of medical record data in clinical studies 
focused upon genomics and pharmacology 
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Repurpose medical record information for research studies
I2b2 Workbench
Natural language processing

Enable genomic studies
Tissue/blood selection
Genetic data integration



Set of patients is selected through Enterprise Repository 
and data is gathered into a data mart
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Patient population medical record review



Exploration of targeted population



Import of batch data sets through i2b2 Workbench



Export of batch data sets for specific applications



Project data can be added back to Enterprise Repository 
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Enterprise Querytool allows: 

Selection of patient populations through complex queries
Specifically targeted population analysis
Privacy Management



Project Workbench allows:

Patient population medical record review and exploration of 
data in a targeted population
Use of Natural Language Processing
Import of batch data sets
Workflow support to simulate sequences of operations
Export of batch outputs for specific applications
Privacy management



Identity Management

Integration into existing medical record systems is an important
requirement
Levels of de-identification need to be supported

1 – aggregate data only (obfuscate overly identifying items)
2 – random records from a limited data set
3 – full limited data set

3.1 – de-identified text reports
4 – fully identified data set

Auditing to be tied into Project Management Cell
Encryption key policy is an important difference between locals



Help outside of i2b2 and AUG

Ontology management
NCBO

Imaging Research
BIRN / XNAT

Workflow management
[ several options ]

Genomics integration
Vista

Tissue management
Crimson



Organizing help within AUG

New Web Site
Issue Tracking
Open Source Management, with a long term goal to help the 
following be supported:

- ETL
- Epidemiology workflows
- GWAS support
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